: Volcano plots for differential comparison of the quantified proteins (Visualization of Table S3) . The x-axis shows the difference in the protein amount as calculated and normalized from the top 3 peptide area (as described in materials and methods). Values are shown as log10. A value of more than 0.477 is taken as significant (equals an approximately 3-fold amount). The y-axis shows statistical significance as a result from the T-test. A p-value of less than 0.05 is taken as significant (marked in red). Numbers of the SMUL_locus tags are given for the proteins with the most significant changes (see Table S3 ). 
